RAW SEQUENCE LISTING 
ERROR REPORT 



j BIOTECHNOLOGY <S0 
| SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and TechnicaHnformation 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: Of ^fek % / ^ ^ 

Source: 

Date Processed by STIC: 1 f fa ^ZpPQ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@nspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help(%uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and mon,ey. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 

PAT E N T APPLICATION : US /0 9 /6 6 7,188 

Input Set : D:\Lib3280__lReg.rpt 

Output Set: N:\CEF3\11092000\I667188, raw 



DATE: 11/0 9/20 0 0 
TIMS: 72 : 04 : 05 



1 <110> APPLICANT : Andersen, 

2 Hasucci , James D . 

4 <12()> TITLE OF INVENTION: 



ScoLt t!. 




Nucleic Acid Molecules And other Molecules Associated with 



188 



Plants 

<1 3 0 > E T L E R E I' E R E N C E : 3 8-21( 51464) B 
<14 0> CURRENT APPLICATION NUMBER: US/09/667 
<141> CURRENT FILING DATE: 2000-09-21 

<150> PRIOR APPLICATION NUMBER; 3 8 - 2 1 ( 5 14 6 4 ) A 
<15."1> PRIOR FILING DATE: 1999-09 -22 
<160> NUMBER OF SF,Q ID NOS : 8135 
<210> ,SEQ ID NO: I 
<211> LENGTH : 332 
<212> TYPE: DNA 

<213> ORGANIS M: Triticum ^e^Lviun__ 

<2 2 3> OTHER INFORMATION: Clone ID: L IB 3 2 8 0 - 00 - Kl - A3 
<40 0> SEQUENCE: I 
a. gg g a c t 1 1 t 1 1 t t t g c c t c 
t a c a a g g g a t a. t; e a. c 1 1 a a c 



a a a g t a a t. a t a 1 1 g a t g t a a a 1 1 g g g g 1 1 g 1 1 1 c a a a a t g 

gatgatatag otatttactc ccaaatocca tatatcaaat 

ogcagcagga taaagacaag aoaaacattg tottaattta gagctattca oatatagtto 

tatoctotgt catagotctg gctatatcag aagaatgtct 

acggoaaoca agaaccgttg gttgtcatot tttcttggta 

ttctgaooai gg 



a c t c a a g t a a a a a c c o a a g t 
t a t g c a a a g g 1 1 1 g t a c a t c 
a c cacc g a g a t c t g g t o a g t 
<210> SEQ ID NO: 2 
<211> LENGTH: 319 
<212> TYPE: DNA 

,<?.i 3> ORGANISM : . _2£^A£iHL±££li™S. 

< 2 2 3 > O Til E R I N FO RM AT I ON: C 1 on e I D : '"LIB328 0-001- P"/ ^ 1 - A 1 0 
<4 0 0> SEQUENCE: 2 
c c c a g a g a. a a c g c c c c t c c t c a c c 1 1 g a. a c 
g c o a a g a t g t 0 g t g g c a g a c 1 1. a c g t c g a c 
cacc t c g c c t c c g c g g c c a t c c t c g g ccac 
t 1 c c cc c a gt t. c g c 9 c c c g c c g a g a t c a c t 

c a c e t c g ccc c c a c c g g c a t g t 1 c g 1 1 g c a g g t g cc a a g t a c a 1 9 g 1 1 a t c c a a 9 g t g a a 
c c t g g 9 g c c g t c a t a o g t g 

<210> SEQ ID NO: 3 
<211> LENGTH : 357 
<212> TYPE: DNA 

< 2 1 3 > ORGAN -I SMj_JTr-iJlic^ ^ £'X20~7 

Clone ID: LIB 3 2 80 - 00 7- PI - K. I - Ail 



6 0 
120 
1 8 0 

2 40 

3 0 0 
3 32 



^ 2227 y ^1 

W 



v HA/ 



gtccaaggaa gcagcacaca agtocggcca 

g a g a a o c t g a t g 1 9' c g a c a t c g a g g g c c a o 

gacggcaccg totgggccca gagcgccgac 

g c c a t c a. t g a a g g a. c 1 1 a g a c g a g cc c j g g g 



60 
12 0 
1 8 0 

2 40 

3 00 
319 



< 2 2 3 > O T H ER I NPORMAT ION : 
<4 0 0> SEQUENCE : 3 

c a a a c a a c 1 1 c g a a a a. g c 1 1 t c t ; t c c c g a g act. c c a c t a a 

a a {_ a t cel. a a c a g a c c a a. a g c t a a a a c c g a a a g c 1 1 a g t a 

c c f . a a c a c g a c c t a a. t a g a c t c c t a c t a a a a c t a c 1 1 1 c t 

a g 9 g c a a c a a c 1; a a a t a gag g a c g o c a a g a. a. a a a t c c a c g 

t c a. a eg g c a c 9 9 c c g a. a a a a g a t g t a c a c t accogcc g c g 




aaaggegeca 
gagcag tggt 
aacaagttc t 
agtgcgttac 



ettotaegge 
a a tccctaca 
t tctagtagt 
aaoagactaa 



gggaggggcg gctagaacga 



g g c c a. c g g c c g go g egg;.. g g c g go e I c t at g a c g a c g g g g a c g g g g 1 1 c t t : 1 1 1 g g g 
<2I0> SEQ ID NO: 4 



6 0 
120 
180 

2 4 0 
300 

3 5 7 



file://C:\CRF3\Outhold\VsrI667 188.htm 



11/9/00 



0 
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RAW vSEQUENCE LISTING 

PATENT APPLICATION : US/09/667, 188 



DATE: 11/0 9/2000 
TIME'; 12:04 :05 



Input Set : 
Output Set: 



D: \Lib3 2 8 0„lReg . rpt 
N:\CRF3\11092000\I667188 .raw 



82 
83 
8 4 
8 6 

8 8 
90 
92 

9 4 
96 

9 8 

1 0 (J 
102 
105 
10 6 
10 7 
10 8 
110 
1 1 2 
.114 
116 
118 
.1.2 0 
122 
12 5 
1 2 6 
12 7 

12 8 

13 0 
13 2 
1 3 4 
1 3 6 

13 8 

1 4 0 
14 2 
.14 4 
1.4 6 

14 9 
1 5 0 
.151 

15 2 
154 
1 5 6 

1 5 8 
160 

16 2 
.1 6 4 
16 7 
16 8 
16 9 



LIB 32 0 0 - 0 01 - PI - KI - A12 



<211> LENGTH: 401 
<212> TYPE: DNA 

<213> ORGANISM: Tri.t.lcum aesti.vum 
<223> OTHER INFORMATION: Clone ID: 
<400> SEQUENCE: 4 

c a cj g a 1 t 1 g t t t g c t g a g c t a cgacc a a a c a t g a c c a g a 1:. a t teat c a a t a g a t g a a c t 1 
aactetgeat tagetgaaet egaagaaeac gagegtgegg cotoagtaga gaaacctgag 
a g t g a a a g g c: a c t c g g a a a a t g a a t c tea g a a a a g g e a g c e a c a t g a t . g a t g g e a g g g g t 
teagegaatg gagetgaggg aaatggtaag gateatggag aaggegcaga tagtgagagc 
t a tie a ga ta g t g g ca g c a t t gg t g g tea t gaag a Lg a ag a ag ate tte t g t o t g ag g a g 
aaatcaaatg atgeategga gaacgaaggt gatgatgagg atgatgggat gectgttggt 
tetgatgaag atgagggtgt tgaggttagg eaaaaggteg t 
<2.10> SEQ ID NO: 5 
LENGTH: 274 
TYPE : DNA 

O R G A N I S M ; I' r i t i e u n i a e s t 1 v u m 

OTHER I NPORMAT1 ON : Clou e ID : LI B3 2 8 0 - 0 0 1 - PI - Kl - A2 
SEQUENCE : 5 

ggecaeeace 
agecaaccea 
teegcegeeg 
getggegega 



<211> 
<212> 
<213> 
<223> 
<4 00> 

gegttettte 
go ttccagaa 
egggacatgg 
gtteg tetlg 
gatgatgete 
<210> SEQ 



a 1 1 f. 1 1 1 t t 1 gte 1 1 g e g a c 

a c g o 1 1: g a t e e t a g 1 1 e e c c 

a 1 1 a e c g a a t t c c a g e e g c g 

g g t g c g g g a e t c g g c g a e c g 
tggt 



<211> 
<212> 
<213> 
<223> 
<4 0O> 

getaa tatcc 
etctetge tt 
eggaegagga 
aggtggagtg 
tcaggggegg 
ataea tacat 
ttatttatet 
<210> SEQ 



ttagtaeega 
eceaatecet 
gcgtggataa 
atetcccagg 

a c t a e g g a e c g a 1 1 g g g a a c 
ID NO: 6 
LENGTH : 398 
TYPE : DNA 

O RG AN IS M : T r 1 1 1 cum a e s t i vum 

OTHER INFORMATION: Clone ID : LIB3 280 - 00 1 ~ PI - Kl - A3 
SEQUENCE : 6 

a t c e 1 1 g e a g c. t a a e c g a t c agatcatggc e a t g g g g a e t 



tgacctaegc 
ageetactea 
a eg a cage go 
cgegectgea 



1: e t t e t g e t a g 1::. e g c c g t. e 1: t c t 1 a e a a g g 



a g g a 1 1 c e g t a e g t a c e c 1 1 
g c e a a g c t c t t c c g e g c c c g 
g c c: t g e t: a e t g c c t: c 1 1: e t g 
Leatttgc te goteyctcgt 
teat c c a e g t t c g c 1 1 a t 



gtgeaagtae 
ctggetggag 
catcaaggge 
catccatcca 
caaaegttec 
ID NO: 7 
<21i> LENGTH: 218 
<212> TYPE: DNA 

<213> ORGANISM: Tr.i.Liciim aesttvum 
<223> OTHER INFORMATION: Clone ID: 
<400> SEQUENCE; 7 

gttgtaetee atatgageaa tegtteatta tgtat tgaac 
gaggtgggct teectteetc tg tgcetaga ccatacatcc 
aateeaggcg aagt.accace toegtgagct tgttgaatgg 
teggtaeetg tetgaaagta eatcecgace egcttgae 
<210> SEQ ID NO: 8 
<211> LENGTH: 246 
<212> TYPE: DNA 



eaaecctaea 
ctgeaagggg 
tctaeaggag 
eggga ageac 
eeagtaggea 



aggegegecg 
ttggttteag 
tggagetgea 
caeaagtgea 
cteeaatgaa 
ttaeeactag 



IB3280-001-P1-K1-A4 



Laetea ttac 
aaeettetta 
aggecgeggt 



tcagagaaeg 
tttttcaett 
agtceagaca 



60 

12 0 

18 0 

24 0 

3 00 
360 
4 01 



6 0 
120 
18 0 
240 
274 




6 0 
12 0 
180 
240 
3 00 
36 0 
3 98 



6 0 
12 0 
180 
218 



file://C:\CRF3\Outhold\VsrI667 1 88.htm 
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RAW SEQUENCE LISTING DAT};! 
PATENT APPLICATION: US/09/667, 188 TIME 

Input;. Set : D:\Lib3 2 80_lReg.rpt 

Output. Set: N:\CEF3\11092000\I667l88.raw 



11/09/2000 
1 2 : 04 : 05 



1 7 0 
17 2 

17 4 
176 
178 
180 

18 2 
184 
187 
I 8 8 
10 9 

19 0 
192 
19 4 
196 
19 8 
200 



LIB32 80-0 01-PI-K1-A6 



<213> ORGANISM: Triticum aestivum 
<2 23> OTHER INFORMATION: Clone ID 
<400> SEQUENCE : 8 

a a a g a a a a g a aaaagc a a g c c c a c c c e g t g a a c acta c a t c c t g c a a a c c 
tgcatccctc ccgcgcgccg ccgcaecgte etegottaec agcgcgectc 
t c t tec a g e g Lg c c t g c g g t c g g c c t g t c c 1 t g a g c g o g e cgccgtccgg 
g a g c g c a c c g o Ig c c g gg c c t. gc 1 1 c t c a g cLc a c c g a c g g c c g gc t Lg c 
catatt 

<2I0> SEQ ID NO: 9 
<211> LENGTH: 232 
<212> TYPE: DNA 

<213> ORGANISM: Triticum aestivum 
<223> OTHER INFORMATION : Clone ID 
<400> SEQUENCE: 9 

g t eta a c 1 1 1 a g a g c c a c c t c c c t 1 1 1 1 a t t a t eg 1 1 a t L 
a a a a a c t g a a t c a g a 1 1 gat e c e a g t a 1 1 1 c a g e g t c a 1 1 
catacagegL 



atgecgacct: 
etgeeggcet 
cottctecte 
tcccaaeagc 



LIB3280-001-P1-K1-A7 



202 cttcateecc 



aagaggoato 
catgactggc 



ctaaLgtte c ate e ccaaca 
t c c a g g t g c a g a 1 t c t e g g e 



IB3 280-001 - P I - K1-A8 



205 <2I0> SEQ ID NO: 10 

206 <211> LENGTH: 253 

207 <212> TYPE : DNA 

208 <213> ORGANISM: Triticum aestivum 
210 <2 2 3> OTHER INFORMATION: Clone ID: 
212 <400> SEQUENCE: 10 
214 taaccgatca gatcatggee atggggacta. aggegegeeg ctctcagctt 
216 gtogecgtcL tcttacaagg caacuctaca ttggtttcag eggacgagga 
218 aggattcogt aegtaeectt ctgcaagggg tggagctgea aggtggagtg 

geeaagcttt toogegoccg tctacaggag caeaagtgea ttaggggegg 
g e e t g ctact g c c 
<210> SEQ ID NO: 11 
<211> LENGTH: 394 
<212> TYPE: DNA 

<213> ORGANISM; Triticum austivum 

<223> OTHER INFORMATION: Clone ID: LIB 3 28 0 - 0 0 1 - Pi - Kl - A9 
<4 0 0> SEQUENCE: 11 



1 1. c e c a g g a a g g c 1: L t; e e 1 1 
a t g e c t c t c t 1 1 1 1 c 1 1. e a a. 
g t g g c a c a g e t c t g c a t a t cj 
aaccgcctLc tc 



220 
222 
225 
226 
227 
228 
230 
232 
2 34 
2 36 
2 38 
2 40 
242 
2 44 
2 4 6 
249 
2 50 
2 5 1 
252 
254 
2 5 6 
2 58 



tettctgeta 
gtgoaagtae 
r:' qgcLggag 
eatcaagggc 



g 1 1 1 e tgaat c t g coca a 1 1 tggtgtcgat egggegcatg gegtegggge 
atgaatgaat ggtatcttco tgettttggc aeattagett 
ttggatggtt ttt Lagcaag aaagatggge atcaattctg 
a e a a g g t g 1 1 g a 1 1 1 g c 1:. g t g 1 1 g c t g t a g 
gccttgttgg cetggtggtt geaagagact 
g a g c a t c c a g c c t g g g a t g g a a g t g g a a c a 
ttcagcgtga ga a.g 



atggatgatt 
aagtga ttgg 
atatc tggae 
gaaggagcte 
( I9gtggggct 
cttttgtaac 
<210> SEQ 
<211> 
<2I2> 
<21.3> 
<2 2 3> 
<4 0 0> 



ceattggetg 
ttaca Lcctg 
ttctaeaaac 
ttagatgeaa 
ID NO: 12 
LENGTH : 187 
TYPE : DNA 

ORGANISM : Triticum 
OTH E R I N FORMATION : 
SEQUENCE : 12 



cgetcattgg 
tgtctggtgc 
ixattggttc 
caatggttga 
ttctcctggt 
gttggtcaaa 



aestivum 
Clone ID: 



L1D3280-001-P1-K1-B1 



6 0 
120 
180 
24 0 
24 6 



6 0 
120 
180 
232 




6 0 
12 0 
180 
24 0 
253 



6 0 
120 
180 

2 4 0 

3 00 
360 
3 94 



g t L c a a c t : t c t g La tea L g t e a c a ga t g g e t g g a g c a t c t c t c t gg a g t c t c 1 1 c g g g c g 



60 



fiIe://C:\CRF3\Outhold\VsrI6671 88.htm 



1 1/9/00 



Page 4 of 



RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/667, 188 

Input Set : D:\Lib3280_lReg.rpt 

Output Set: N:\CRF3\1109 200O\I6 6718 8.raw 



DATE: 11/0 9/20 00 
TIME: .12:04:05 



260 
262 
2 6 4 
267 
268 
269 
270 
272 
274 
276 
278 
2 8 0 
282 
284 
2 86 
288 
291 
292 
2 93 

2 94 
296 
298 

3 00 
3 02 
3 0 4 
3 0 6 
3 0 8 
310 
312 
315 
316 
317 
3 18 
32 0 
322 
3 24 

32 6 
328 
3 3 0 
332 
3 34 
3 36 

33 9 

34 0 
3 4 1 
34 2 
3 44 
34 6 
34 8 



a g c a g c g g c t t g t a g c a g g e a g t g g g a g c t 
tcgagca tag agtegtugag ctgtcaaatc 
ctctaga 

<210> SEQ ID NO: 13 
<211> LENGTH: 399 
<212> TYPE: UNA 

<2I3> ORGANISM: T.riticum aestivum 
<22 3> OTHER INFORMATION: Clone ID 
<400> SEQUENCE : 13 
e o cacg o g t c c g g acaata t 
atggtgegao 
gagggcctgc 
cagaaaacat 
aagagagtgg 
acatcc aaat 



t c t e L g e c a g cc a g L a g get c g c a g g c a 1 e 
tgaagtcagt ctcagctteg cggt.agtttc 



LTB3 2 80-O0J.-P1-K1-B10 



eagtatgece 
ggcaatagtg 
ctgteaggag 
tctggtgtgg 
gecaetgaga 
ttagtcagta 
<210> SEQ id 
<211> 
<212> 



etc t g t c a cc a a g g gg g t: t g 
t c a g c t c a t g g c t a t a o a a a 
a a t c a t g g g t; g a t a a a g tg g 
1 9" g g t a tat 1 a t a c c t g t g c 
caaata t 1 e t g g g t 1 1 1 gt t 
a a g a g agt g e 1 1 1 g g t a tg c 



tttctagag t 
tag a tg cage 
clggagttge 
ctgtaattaa 
ctcttgggat 



ggaaccaaca 
tattaatcca 
t Ltccaaaa t 
gcgttttatt 
atcttgeeag 



<213> 
<22 3> 
<4()0> 

gc tag etc eg 
geetccgegg 
gcgacgatgg 
Ltgacgac tg 
ccgctctgcg 
coaoettccc 
get coca cac 
<210> SEQ 
<211> 
<212> 
<2 13> 
<2 2 3> 
<4 0 0> 

ccgaggacag 
cgageaagag 
ggggcgacaa 
goggggcega 
ctggaaacgg 
aegaggagge 
ccgcgctcgg 
<210> 
<211> 
<212> 
<213> 
<2 2 3> 
<4 0 0> 



gaataaatcc tctgtctggt gcttacgaa 
NO: 14 
LENGTH : 400 
TYPE : DNA 

O RG A N I S M : T r i t i c urn a e s 1 1 v urn 
OTHER INFORMATION: Clone ID: LTB32 80- 
SEQUENCF : 14 

c c t c g c c o t e g t g g c c c t:. g g 
g c c c g c t c a o g cege g g a g g 
t c a g g a g c t g g a c g g g a c g g 
c gee 1 1: caag t g e c t g c g o g 
c a a c g a t a g g g g c a t c c j t c t 
c a a g c c g c c a g t g c c a c c 1 1 
a gage c g t c I: g c t cccaca e 



g g c o L g a a a t g a c t g g a g t g 



ccctcctcct 
ecgeccogao 
gcatggcgga 
Ltctgggctg 
tcateggotg 
cgccgggtcc 
egaegeegtc 
ID NO : 15 
LENGTH : 4 02 
TYPE: DNA 

ORGANISM : Triticum 
OTHER INFORMATION: 
SEQUENCE : 1 5 

gccceccttc 
caccggcgcc 
gctccgtggc 
ca agct.ee gt 
ggcgtccatg 
ggtgcgcgtc 



O01-P1-K1-B11 

c g g g c c t c g t e g a t c t g c a g 
t c t c c t: t g gc g c j c g g c g g c g 
tgcagtgcet ga !:egggtgc 
t:g c g c a a g g g c a 1 1 g a e a t g 
g a 1 9 1 1 c a g c t g c g gcaa g 
a t cccaca e c g a c g c c g t c t 



aest.lv urn 
Clone ID: 



I, I B 3 2 8 0 - 0 0 1 - P l - k 1 - B 1 2 



ga c tn cc g t g a 1 1 a c agecg 
gc c t e c g g g g c g c g g ga c 1 1 
g c c gc c t c c g g g gc g c g g g a 
g g e g e c a c c g a t g a a t a c a a 
g c t a g g g gc g g e a a g g e g g a 
ggoaagaggc tcccattccg 
tttcctgecg cgccaggtcg ccgactccgt 
SEQ ID NO: 16 
LENGTH: 360 
TYPE; DNA 

ORGANISM : Triticum aes tivum 
OTHER INFORMATION: Clone ID: LIB 3280 
SEQUENCE : 16 



c t c g c c g c c c g a t g a t g a a c 

c g a c t a c g a c g a e t a c age g 

e L t c g a ctac g a c g a c t; a e a 

9 9 c g c c g a g c a g e nqce t e g 

g a c g a c g a c g g t g L t c 1 1 1 

c 1 1:: c c c g c e g g c g a c t c c e g 
cc 



a c c t c a ea a a cat t tttca t a g 1 1 g a l L g a y g 1 1, i. i; 



0OI-P1 vKl-B2 
•aac a 1 1 aga la I g t. g a e a I t c c: d 



1 2 0 
18 0 
18 7 



60 
120 
18 0 
24 0 
3 0 0 
36 0 
399 




6 0 
120 
180 
240 

3 00 
360 

4 00 



6 0 
120 
18 0 

2 40 

3 00 
3 60 
402 



60 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/6 6 7 , 1 8 8 



DATE : .11/09/2000 
TIME: 12 : 04 : 05 



Input: ; 
Output. 



let : D:\Lib3 2 80_lEeg.rpt 
Set : N:\CRF3\11092000\I667188 .raw 



350 
35 2 
3 54 
356 
3 58 
3 6 1 
362 
3 6 3 
3 6 4 
3 6 6 
3 6 8 
3 7 0 
3 72 
3 74 
3 7 6 
378 
380 
3 82 
3 8 5 
386 
3 87 
3 88 
390 
3 92 
3 9 4 
3 96 

3 98 

4 0 0 
4 0 2 
4 04 
407 
408 
409 
4 1 0 
412 
414 

4: 1. 6 

4 18 
4 20 
422 
424 
42 6 
429 
430 
4 3 1 
A3 2 
434 
4 3 6 
438 



tcaagaatac agcettgcae ettttctaaa 



ga tggcceae tgaatgagac 
aetata!. tga taeggagaa c 
1 1 a t a a a t a a t a c a g t a c g t 
tceeteeyea cc tggtgatc 



cagatttaat 
tteecgttae 
gtaoaeceat 
gegcttaeat 



I c tag t go a ! a La t c o a a a c 
c 1 t 1 a a a t 1 1 t g t a a 1 1 c L a 
t g a g L 1 1 a g e a a a c c c g t a c 
a g a e a c 1 1 c a 1 1 c a g c a g t g 
c 1 1 ! ttgg t c g a t g e g c t a a 
<210> SEQ ID NO: 17 
LENGTH : 363 
TYPE : DNA 

ORGANISM: Triticum 
OTHER INFORMATION : 
SEQUENCE : 17 

a a e g a a t a a c a a a g L t c t g g c t c c a t a c g a t . a g t c a g c a t 
g a a a a a a a c a a a g a a c L t c t t a o c t a a g c t: t g c a. g t a g 1 1 
a t g g a t a g a g a a t a t a t g c a t a aaagtcc a c g a g a a c a a c 
e L eg t a c t a a c t 1 c e ta aa e g g c g e t e tt c t ace a g t g t 1 
t g ge c e g t c c o t g e c e t c g 1: a g g g a g g a g g g g c g g c g t 1 g 
gt a gee t g gg 1 t a ceae etg q t: t. ggeeel g g t ag t c t gg {. 



tcageaagtt 
etegg Ltagc 
a ag tag acta 
tagcaegegg 
ategattggg 



<211> 
<2I 2> 
<21 3> 
<2 2 3> 
<4 0 0> 

aeaata eqge 
tegaeaaaga 
aaaeaecat t 
tegageatag 
agttcetcec 
egecaeettg 
eat 
<210> 
<211> 
<21 2> 
<213> 
<2 2 3> 
<40 0> 

agtcccatca 
agaaa a tgge 
gttgegttga 
ta tttaccac 
ttcgeeaaea 
aggateacaa 
<210> SEQ 
<211> 
<212> 
<213> 
<2 2 3> 
<4 0 0> 
agtcceaaga 
aagaaaa t: tg 
agttgeattt 
gt ttt tacca 
tt. ttaeeaae 
aagga teaca 

<2io> sag 

<2.11> 
<212> 
<213> 
<2 2 3> 
<4 00> 



aest ivum 
clone ID: 



1.ID3280-001-P1-K1-B3 



tgtatttatt 
ctagttctea. 
a tagggegac 
etctaetggt 
ttgtagttac 
g eaecaeeae 



SEC) ID NO: 18 
LENGTH : 355 
TYPE : DNA 

O RG AN ISM : T r L t : x e u m a e s t i . v u in 
OTHER INFORMATION: Clone ID; 
SEQUENCE: 18 

a a e 1 1 g a 1 1 g a. e 1;. g a t a a a t ga t g t; a e a e a 
ateagacgag aeactgaaaa tggeatgeae 
tga tg ! e g g a a t e gee a g gg to ga t g a tac 
ac gca g tt cc c aaa tea a e a tt g t tt eea t 
t a g e a t a g t a c. t c: a a. t c t c a g a c 1 1 g c g g a 
g c 1 1 1 g c e 1 1 g g a g 1 1 c c t g a g g g t c c t g a 
ID NO: 19 
LENGTH: 34 2 
TYPE: DNA 

O ROAN I s M : T r 1 1 i e um a e s t i v urn 
OTHER INFORMATION: Clone ID: Ii 113 3 280 
SEQUENCE : 19 

g a e t g a t a a a t g a. t g 1 1 c c c 
o a e a e a 1 1 a a a t: g g c t: t g c a 
a a 1 1 g t c a g g t g c a a t.. a a t e 
e c a a a t: t a a c at t g 1 1 1: t o a 
a e t c a a 1 1 1 1 a g a c 1 1 g c g g 
1 1 1 g a gt t c t e a a a a. a 1 1 c c 



LIB3 2 80 -001-Pl-K.l -B4 



agaecaaatc 
aggtttactg 
teaggcagca 
ggtagtggtg 
gtggagggea 
ggaeggtett 



aagtecagca 
geeage tggt 
gac teggaag 
gacagtgatc 
gttgttagea 
gtagc 



gaacgt tttt 
tcteagae t:a 
atgatetcca 
caegcaga to 
a ta tcataat 
aagttt tgee 
ID NO: 2 0 
LENGTH: 406 
TYPE ; DNA 

ORGAN I. SM : T r 1 1. i cum a e s t i v urn 
OTHER INI'ORMATION : Clone ID 
SEQUENCE : 2 0 



001-P1-K.L-B5 

ae taeeaatt 
eaggtttaet 
eteaggeatc 
tga La t Latt 
agaagaagea. 
tt 



taagteeaga 
gteeaaetgg 
ataetetg a a 
ggaeaatgat 
attgttatec 



LIB3280-001-P1-K1- 



120 
180 
240 
3 00 
360 



60 
120 
180 
240 
3 00 
360 
3 63 



60 
120 
180 

2 4- 0 

3 00 
355 



6 0 
120 
18 0 
24 0 
3 0 0 
342 



gaegaaeegy agaggaacat eaggttttag eategegatt ttcccagaag egtttcgegg 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 
■ PATENT A P PL I CA T.TOM : US/ 0 9 / 6 6 7 r 1 8 8 

Input; Set : D:\Lib3 2 0 0_lReg.rpt 

Output Set: N:\CRF3\1109 200 0\I6 6 7l8 8.raw 



DATE : .1 I/O 9/2 0 00 
TIME: 12:04 :06 



L:9 M.-270 C: Current 
L;9 M:271 C: Current 
J.i : 5 5 2 M : 3 4 1 W : (46) 1 
I,: 18 52 M:341 W: (46) 
L : 2 216 M: 341 W : 
L:2478 M:34.l W: 



Appli oa t ion 
Filing Date 



or 
" or 



L : 
L: 

L: 3.122 M.-341 
L : 319 8 M : 3 41 



I, : 2 5 04 M:341 W: 
30 92 M: 3 41 W: 
3 0 94 M:34i W: 
W : 
W ; 

J,: 32 4 8 M:341 W: 
L: 37 84 M: 341 W: 
L:38 02 M:341 W~: 
L:39 28 M:341 W: 
1, ; 46 5 0 M; 341 W : 
L:4704 M:341 W: 
L : 4 7 5 0 M : 3 4 1 W : 
L:48 94 M:341 W: 
L : 4 8 9 8 M : 3 4 1 W : 
L : 4 9 5 8 M : 3 4 1 W : 
L: 50 6 8 M: 341 W : 
L : 5 1 9 4 M : 3 4 1 w : 
L : 519 6 M : 3 41 W : 
I,: 52 20 M:341 W: 
L : 5 4 4 2 M : 3 41 W : 
L : 5 5 7 8 M : 3 4 1 W : 
L: 59 2 6 M : 341 W : 
L:6290 M:341 W: 
L: 6 5 98 M: 341 W : 
L: 6730 M: 34.1 W : 
L: 72 06 M: 341 W: 
L : 7 5 0 0 M : 3 4 1 W : 
L : 7 8 4 6 M : 3 4 1 W : 
L: 78 7 8 M: 341 W: 
L: 8 6 24 14: 341 W: 
L:86 92 M : 3 4 1 W: 
L : 87 6 4 M : 3 4 1 W : 
L: 8936 M : 341 W : 
E:9004 M:341 W: 
L:9266 M : 34.1 W: 
L: 9808 M: 341 W: 
L: 10 562 M:341 W: 
L: 1110 8 M:341 W: 
L: U 3 28 M: 341 W: 
I, : 1.16 32 M: 341 W: 
L: 1288 6 M: 341 W : 
1:130 50 M:341 W: 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46). 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 1 
(46) < 
(46) ' 
(46) ' 
(46) < 
(46) ' 
(46) ' 
(46) ' 
(46) " 
(46) " 
(46) " 
(46) " 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



Xaa" 
"Xaa " 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "xaa" 
or "Xaa." 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa " 
" Xaa" 
" X a a " 
or "Xaa" 
or "xaa" 
or "xaa" 
or "xaa" 
or "Xaa" 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
or "xaa 11 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa " 
" or " Xaa" 
" or "Xaa" 
" or "Xaa" 
" or "Xaa" 
' or " Xaa" 
' or "Xaa" 



or 
or 



or 
or 



or 



or 



or 



Number differs, Replaced Current. Application No 
differs, Replaced Current Filing Date 
used, for SEQ IDs: 25 
used, for SEQ IDS : 84 

used, for SEQ ID# : 100 

used , tor SEQ I DS : 1 13 

used, lor SEQ ids : 114 - 

used, tor SEQ IDS: 142 

u s ed , for S EQ I D # : 1 4 2 

used, for SEQ IDS: 143 

used, for SEQ IDS: 146 

u s ed , for S E Q T D # : 1 4 8 

U S ed , fo.r S EQ I D # : 1 7 3 

u s ed , f or- S E Q I D # ; I 7 4 

u sed, for SEQ I D # : I 7 9 

used, f or S EQ I D S : 2 1 2 

U S ed , for SEQ IDS : 214 

used, for SEQ IDS; 216 

used, for SEQ IDS; 222 

used, for SEQ IDS : 2 22 

used, tor SEQ IDS: 224 

used, for SEQ ID#:229 

u s e 6 , f o r S E Q I D # : 2 3 4 

used, for SEQ IDS: 234 

used, for SEQ IDS; 235 

used, for SEQ IDS ; 24 5 

used, for SEQ IDS: 2 50 
used, for SEQ IDS : 265 
used, for SEQ IDS: 280 
used, for SEQ IDS:294 
used, for SEQ IDS: 300 
used, for SEQ ID#:322 
used, for SEQ IDS: 335 
used, for SEQ 1DS:351 
used, for SEQ IDS: 352 
used, for SEQ ID# : 386 
used, for SEQ IDS: 390 
used, for SEQ IDS: 393 
used, for SEQ ID#:401 
u s ed , f o r s EQ I D S : 4 0 4 
used, for SEQ IDS: 416 
used, for SEQ IDS: 439 

used, for SEQ IDS: 4 72 

used, for SEQ IDS: 497 

used, for SEQ IDS: 507 

used , for SEQ T D ff ; 5 2 0 

used, for SEQ IDS: 576 

used, for SEQ IDS: 584 



file://C:\CRF3\Outhold\VsrI667 1 88.htm 



11/9/00 




Page 7 of 8 



VERIFICATION SUMMARY DATE : I'J/09/2000 

PATENT APPLICATION: US/09/667,188 TIME: 12:04:06 

"Input Set : D : \Lib3 2 80„lKeg . rpt 

Output Set: N:\CEy3\110920 00\I66718 8 .raw 

L: 14 3 52 M:341 W: (46) "a" or "Xaa" used, for SEO IDS -644 

L:14802 M:34 1 W: (46) "n" or "Xaa" used, for SEQ IDft:666 

L: 14882 M:34 1 W: (46) "a" or "Xaa" used, for sro JDS- 670 

f:14976 M:341 W: (46) " n " or "Xaa" used, for SEO JD#:G75 
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